Colorectal cancer (CRC) is one of the leading causes of cancer related deaths in the world. Many oncogenes and tumor suppressor genes are involved in the development of CRC. MicroRNAs (miRNAs) are a class of small, non-coding, endogenous RNAs in animals and plants. Recent studies have shown that miRNAs are associated with the mediation process of tumorigenesis, including inflammation, cell cycle, stress response, differentiation, apoptosis, migration, and invasion in cancer. These miRNAs have been linked to the development of CRC and recently studied as new potential biomarkers in the diagnosis and treatment for CRC. Specific miRNAs expression patterns help distinguish CRC from other colon-related diseases, and miRNAs can target the oncogenes and regulatory molecular pathways. Recent studies have demonstrated the restoration of tumor suppressive miRNAs and inhibition of oncogenic miRNAs for CRC treatment. Herein, we describe the diagnostic and therapeutic roles of miRNAs in CRC. 
. Biogenesis of microRNAs. RNA polymerase II (Pol II) produces a primary microRNA (miRNA) that is then cropped to form a pre-miRNA hairpin by a Drosha. This double-stranded hairpin structure is exported from the nucleus by exportin 5. Finally, the pre-miRNA is cleaved by DICER1 a mature miRNA. The single stranded miRNA is incorporated into RISC, which then targets it to the target 3′ untranslated region messenger RNA (mRNA) sequence to facilitate repression and cleavage. 5, 6 전자 번역 과정(translation) 억제 기능을 갖는다 (Fig. 1) . 5 
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